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ToBapu
TecT-mrTaMu MiKpOOpraHiaMis

IOK 021:2015:33600000-6: ®apmarieBTH4YHAa IPOTYKLis

CJIOBHHKOM:

Ha3Ba Kog 3rimHo 3 KinekicTthb Micue nmocraBKH Ctpok
HOMEHKJ/IaTypHO1 €auHuM TOBapiB a00 | ToBapiB af0 Micle | MOCTAaBKH
MO3HIIil mpeaMeTa 3aKyniBeJIbHUM odcsr BUKOHAHHSI POOiT TOBapiB,
3aKymiBJTi C/IOBHHKOM, III0 BHUKOHAHHS | Y4 HaJlaHHsI OC/IYT | BAKOHAHHS
HaHOiIbIITe pooiT uu PoOIT U
BigmoBimae Ha3Bi HaJaHHS HaJaHHSI
HOMEHK/IaTyPHOI MOCJIyT NnoCJIyT
mo3uuii mpeagMeTa
3aKymiBi
TecT-mTam OK 021:2015: 1 wtykn 67667, YkpaiHa, oo 20 rpymHsa
Escherichia coli 33698100-0 — Ompecbka 0671aCTh, 2022
ATCC 25922 (F-50) Kynerypu cMt Xmibomapcheke,
MiKpOOprasuiamis binsiBcekui paiioH,
MasupKa gopora, 27
Tect-mtam Klebsiella | JK 021:2015: 1 mrTyRm 67667, YkpaiHa, o 20 rpymHs
pneumonia K-56 33698100-0 — Opecnvka 0671aCTh, 2022
Ne3534/51 Kynetypn cmt Xmibomapceke,
MiKpOOpraHiamis binsiBcekui paiioH,
MasupKa gopora, 27
Tect-mtam Serratia 0K 021:2015: 1 mTyku 67667, YKpaiHa, no 20 rpygHsa
marcescens 1 33698100-0 — Omecbka 0671aCTh, 2022
KyneTypu cMT Xnmibomapchke,
MiKpooprasi3mis BingiBceKuil palioH,
MasupKa gopora, 27




TecT-mram IOK 021:2015: 1 wtyku 67667, YkpaiHa, oo 20 rpygHs
Enterobacter 33698100-0 — OpecbKka 0071aCTh, 2022
aerogenes 10006 KyneTypu cMT Xrmibomapchke,
MiKpOooOpraHiamis BinsiiBcekuy paiioH,
MasipKa gopora, 27
Tect-wTam Proteus 0K 021:2015: 1 mryku 67667, YkpaiHa, no 20 rpygHs
mirabilis TTCK 33698100-0 — Omecpka 00671acTs, 2022
160209 KynbpTypu cMT Xnibomapchke,
MiKpooprasiamis BingiBcekui paiioH,
MasupKa gopora, 27
Tect-mTam Proteus IOK 021:2015: 1 wtykm 67667, YkpaiHa, oo 20 rpymHS
vulgaris HX19Ne222 33698100-0 — Omecpka 00671acTs, 2022
KyneTypu cMmT XibomapchKe,
MiKpooprauiamis BingiBcekui paiioH,
MasupKa gopora, 27
TecT-mTam OK 021:2015: 1 wTykn 67667, YkpaiHa, oo 20 rpyoHS
Pseudomonas 33698100-0 — Ompecbka 0671aCTh, 2022
aeruginosa 27/99 KyneTypu cMt Xmmibomapcheke,
MiKpOOprasuiamis binsiBcekuil paiioH,
MasupKa gopora, 27
TecT-mram IOK 021:2015: 1 mTyku 67667, YkpaiHa, po 20 rpygHsa
Clostridium 33698100-0 — Omecbka 0671aCTh, 2022
perfringens ATCC Kynberypu cMT X7tibomapchke,
13124 MiKpOOpraHiamis binsiBchkul paiioH,
MasupKa gopora, 27
Tect-tutam Listeria 0K 021:2015: 1 mTyku 67667, YKpaiHa, no 20 rpygHsa
ivanovii 33698100-0 — Omecbka 0671aCTh, 2022
KyneTypu cMT Xnibomapchke,
MiKpooprasi3mis BingiBcpKuil paiioH,
MasupKa gopora, 27
TecT-mram Listeria IOK 021:2015: 1 mTyku 67667, YkpaiHa, mo 20 rpygHsa
innocua ATCC 33090 | 33698100-0 — Opecwska 00J1aCTh, 2022
KynbTypu cMT Xnibomapchke,
MiKpOOpraHiamis binsiiBcbkul paiioH,
MasupKa gopora, 27
TecT-mram Listeria IOK 021:2015: 1 wtyku 67667, YkpaiHa, oo 20 rpygHs
monocytogenes ATCC | 33698100-0 — Opecrka 0671acTh, 2022
19112 KynbTypu cMT Xnibomapchke,
MiKpOOpraHiamis BinsiiBchkui paiioH,
MasipKa gopora, 27
TecT-1Tam IOK 021:2015: 1 wtyku 67667, YkpaiHa, oo 20 rpygHs
Staphylococcus 33698100-0 — OpecbKka 0071aCTh, 2022
aureus ATCC KyneTypu cMT Xrmibomapchke,
25923(F-49) MiKpoopraHiamis BinsiiBcekuy paiioH,
MasipKa gopora, 27
TecT-1Tam IOK 021:2015: 1 wtykn 67667, YkpaiHa, oo 20 rpygHsa
Staphylococcus 33698100-0 — Opecbka 0671aCTh, 2022
epidermitidis 14990 KyneTypu cMT Xmibomapchke,
MiKpooprasiamis BingiBcekui paiioH,

MasupKa gopora, 27




TecT-mram IOK 021:2015: 1 wtyku 67667, YkpaiHa, oo 20 rpygHs
Enterococcus faecalis | 33698100-0 — OpecbKka 0071aCTh, 2022
ATCC 19433 KynbTypu cMT Xnmibomapchke,
MiKpOooOpraHiamis BinsiiBcekuy paiioH,
MasipKa gopora, 27
Tect-mram Candida 0K 021:2015: 1 mryku 67667, YkpaiHa, no 20 rpygHs
albicans ATCC 33698100-0 — Opecbka 0071aCTh, 2022
885-653 KyneTypu cMT Xmibomapchke,
MiKpooprasiamis BingiBcekui paiioH,
MasupKa gopora, 27
Tect-mrram Bacillus IOK 021:2015: 1 mrTyKu 67667, YkpaiHa, no 20 rpymHs
micoides 537 33698100-0 — Opecbka 0071aCTh, 2022
KyneTypu cMmT XibomapchKe,
MiKpooprauiamis BingiBcekui paiioH,
MasupKa gopora, 27
Tect-mrtam Bacillus IOK 021:2015: 1 mrTyKu 67667, YkpaiHa, o 20 rpymHs
cereus ATCC11778 33698100-0 — Opecbka 00671aCTh, 2022
KyneTypu cMt Xmmibomapcheke,
MiKpOOprasuiamis binsiBcekuil paiioH,
MasupKa gopora, 27
TecT-mram IOK 021:2015: 1 mTyku 67667, YkpaiHa, po 20 rpygHsa
Microccocus flavus 33698100-0 — Opecbka 0671aCTh, 2022
10240 Kynberypu cmt Xmibomapceke,
MiKpOOpraHiamis binsiBchkul paiioH,
MasupKa gopora, 27
Tect-mTam M. lutea IOK 021:2015: 1 mTyku 67667, YkpaiHa, no 20 rpygHsa
ATCC 9341 (Kocuria | 33698100-0 — Onecwvka 00/1aCTh, 2022
rhizophila ATCC KyneTypu cMT Xnibomapchke,
9341) MiKpOOpraHiamis binsiiBchkuy paiioH,
MasupKa gopora, 27
Tect-mTram Vibrio IOK 021:2015: 1 mTyku 67667, YkpaiHa, mo 20 rpygHsa
parahaemolyticus EB | 33698100-0 — Omecbka 0671aCTh, 2022
101 KynbTypu cMT Xnibomapchke,
MiKpOOpraHiamis binsiiBcbkul paiioH,
MasupKa gopora, 27
TecT-mram Bac. IOK 021:2015: 1 wtyku 67667, YkpaiHa, oo 20 rpygHs
subtilis ATCC 6633 33698100-0 — Opecrvka 0071aCTh, 2022
KynbTypu cMT Xnibomapchke,
MiKpOOpraHiamis BinsiiBchkui paiioH,
MasipKa gopora, 27
TecTt-mmTam Bac. K 021:2015: 1 wtyku 67667, YkpaiHa, oo 20 rpygHs
subtilis L2 33698100-0 — OpecbKka 0071aCTh, 2022
KynbTypu cMT Xnmibomapchke,
MiKpoopraHiamis BinsiiBcekuy paiioH,
MasipKa gopora, 27
Tect-mram Yersinia IOK 021:2015: 1 wtykn 67667, YkpaiHa, oo 20 rpygHsa
ruckeri NCIM ATCC 33698100-0 — Opecbka 0071aCTh, 2022
29473 KynbpTypu cMT Xnibomapchke,
MiKpooprasiamis BingiBcekui paiioH,

MasupKa gopora, 27




Tect-mwiTaM IOK 021:2015: 1 mryku 67667, YkpaiHa, no 20 rpygHs
Rhodococcus equi 33698100-0 — OpecbKka 0071aCTh, 2022
ATCC 6939 Kynstypu cMT Xnmibomapchke,
MiKpOooOpraHiamis BinsiiBcekuy paiioH,
MasipKa gopora, 27
Tect-miTam 0K 021:2015: 1 mryku 67667, YkpaiHa, no 20 rpygHs
Salmonella 33698100-0 — Opecbka 0671aCTh, 2022
typhimurium 141 KyneTypu cMT Xnibomapchke,
MiKpooprasiamis BingiBcekui paiioH,
MasupKa gopora, 27
TecT-1mrTam IOK 021:2015: 1 wtykm 67667, YkpaiHa, oo 20 rpymHS
Citrobacter spp.: 33698100-0 — Opmecnvka 00671aCTh, 2022
Citrobacter freundi, Kynbrypu cMmT XibomapchKe,
abo Citrobacter MiKpoopraiamis BinsiBcekui paiioH,
rodentium Masi1bKa gopora, 27
Bupj 3akymiBmi: Croportena/[Jonoporosa
YMoBH omiaTu:
IMopis Onuc | Tun onnaru | Ilepion, (mHiB) Tun griB | Po3mip omnaru, (%)
ITocTaBKa TOBapy Micngomnara | 10 Bankisceki | 100

[JaTa ONPHUIIOTHEHHS Or 0JIOLIEeHHS PO
NMPOBeIeHHs NpoueaypPH 3aKymiBITi:

12 munua 2022 18:22

KinbKicTh y4aCHHKIB 3aKymiBJIi: 0
HalMeHyBaHHS Ilina mpomo3umiu Ilina IndgopMalrisi mpo HasAIBHICTH i
yYaCHHKIB y4acCHHKa 110 MPOMO3HIIiH BiANMOBigHICTH yCTAaHOB/IEHUM
npoueaypu MOYaTKy ayKIiOHy | y4JaCHHKa 3aKOHOJAaBCTBOM BHMOram
3aKymiBii (s (miHa mpomo3umii micias OOKYMEHTIB, 10
IOPHIHUYIHOL 0COOH) Ha nmeperoBopax y 3aKiHYeHHA MiaTBEePIXYyIOTh BiamoBimHiCTH
a0o npi3Buiie, pa3i ayKIioHYy y4YacCHHKIB KBatidikamiiHum
iM’s1, mo 6aTbKOBi 3aCTOCYBaHHSA KpuTepisiMm 3rigHo 3i cTarTero
(mnist pisuuaHOL IeperoBOPHOL 16 3akony Ykpainu “IIpo
0Co0H) nponeaypu nyoriuni 3akymiBiai”, Ta
3aKymiBiIi) HasABHICTH/BiACyTHICTH
00CTaBHH, YCTAHOBJIEHHX
crarTero 17 npboro 3akony
[TaTa ONPHIIOTHEHHS MOBiTOM/IEHHS BigcyTtHsa

PO HaMip YKJ/IaCTH 0T OBip:




IlincTaBH /IS NPUHAHSITTS PillleHHsI PO
HeYKJIaJleHHsI IOT0BOPY PO
3aKymiBJII0, y pa3i AKIIO B pe3yabTaTi
NMPOBEeJEeHHsI KOHKYPEHTHOI IPo1exypu
3aKymiBJIi/crponieHoi 3aKymiBIii He
0yJ10 yKIageHo O0roBip mpo
3aKyIiBIIIO:

[aTa yKjIaJeHHsI JOT0BOPY PO
3aKyIiBIIIO;

CyMma, BU3Ha4YeHa B JOroBOpi npo
3aKymiBiIIo:

HaiiMeHyBaHHsI y9aCHHKQ, 3 AKHM
yKJIaJieHO JIOTrOBip Npo 3aKymmiBIIIO:

Micne3HaxoakKeHHsI y4aCHHUKA, 3 SIKUM
YK/IaJeHO JOrOBip Mpo 3aKyIiBIIIo:

Indopmanis npo cyonigpamauka (y
pa3i 3a/jy4yeHHsI 10 BUKOHAHHS POOiT
a0o0 HajaHHS MOCIIYT):

InmenTudgikarop gorosopy:

3acTrocoBaHi KpuTepii OmiHKHu:

BiICYTHICTB ITPOIO3HUIIill

BigcyTHai

BigcyTHai

BigcyTHai

BigcyTHai

BigcyTtasa

BigcyTHin

Lina - 100%



